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T-reg Gating
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B cell Gating
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HLA -A percentage

HLA phenotyping of 20 T1Dyyp and 30 T1Dyyyp patients

Frequency of Class-I HLA Phenotypes
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HLA -DRB1 percentage

Frequency of HLA Class-II phenotypes
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Autoantibody Profile

Non Honeymoon phase T1D patients

Gad-65+ 1A-2
29%

Triple Positive, 2,

Gad-65 1AM Triple N
21% 1

LAA only
82

Gad-65 only
2%

mGad-65 only = 1AM only m Gad-65+ 1A-2 m 1A-Z2 only = Gad-65 +1aa m Triple Positive = Triple Negative

Honeymoon Phase T1D

B Gad-65 only @ Gad 65+IA-2 @ Gad 65+1AA O Triple Positive B Triple Negative



